Supplementary Figure 3 : Example of a predicted boundary element without CTCF binding. The predicted boundary element is shown as green bands. ChIP-seq peaks for active and repressive histone modifications, along with the locations of euchromatic domains and heterochromatic domains are illustrated as separate tracks (as in Supplementary  Figure 1 ) Figure 4 : The predicted boundary element overlapping with BEAD-1. The predicted boundary element is shown as the green band. ChIP-seq peaks for active and repressive histone modifications, along with the locations of euchromatic domains and heterochromatic domains are illustrated as separate tracks (as in Supplementary Figure 1 
